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1. Introduction

The use of polymorphic short tandem repeats (STRs) has become important in genetics

applications, such as gene mapping, identification and paternity. In forensics, STRs are

mainly used for paternity testing and personal identification.

In this study, we present the results of a survey aimed at investigating the allele

frequency distribution of 15 loci amplified by the GenePrintR PowerPlex 16 system

(Promega) in Libya.

2. Materials and methods

Blood samples were taken from 103 unrelated individuals from Libya. DNA was

isolated using an alkaline lysis extraction protocol [1].
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Table 1

Allelic frequencies of 14 STR loci in 103 unrelated Libyans

Allele D3S1358 TH01 D18S51 Penta E D5S818 D13S317 D7S820 D16S539 CSF1P0 Penta D VWA D8S1179 TPOX FGA

4 – – – 0.005 – – – – – – – – – –

5 – – – 0.058 – – – – – 0.010 – – – –

6 – 0.243 – 0.000 – – – – – 0.000 – – 0.005 –

7 – 0.228 – 0.121 – – 0.010 – 0.015 0.000 – – 0.005 –

8 – 0.112 – 0.078 0.044 0.146 0.180 0.092 0.019 0.031 – 0.005 0.500 –

9 – 0.267 0.005 0.005 0.058 0.039 0.058 0.160 0.034 0.168 – 0.010 0.108 –

9.3 – 0.131 0.000 0.000 0.000 0.000 0.000 0.000 0.000 0.000 – 0.000 0.000 –

10 – 0.019 0.005 0.058 0.155 0.034 0.359 0.083 0.316 0.148 – 0.063 0.093 –

11 – – 0.039 0.165 0.257 0.316 0.233 0.422 0.243 0.153 – 0.078 0.250 –

12 – – 0.078 0.150 0.325 0.369 0.141 0.180 0.330 0.107 – 0.107 0.039 –

13 – – 0.147 0.112 0.155 0.073 0.019 0.044 0.039 0.214 0.005 0.301 – –

14 0.058 – 0.186 0.039 0.005 0.024 – 0.019 0.005 0.087 0.102 0.194 – –

15 0.320 – 0.118 0.044 – – – – – 0.066 0.136 0.218 – –

16 0.248 – 0.147 0.044 – – – – – 0.010 0.214 0.015 – –

17 0.252 – 0.088 0.053 – – – – – 0.005 0.291 0.010 – –

18 0.117 – 0.093 0.019 – – – – – – 0.165 – – –

19 0.005 – 0.049 0.019 – – – – – – 0.078 – – 0.118

20 – – 0.015 0.015 – – – – – – 0.005 – – 0.078

21 – – 0.025 0.015 – – – – – – 0.000 – – 0.172

21.2 – – 0.000 – – – – – – – 0.000 – – 0.005

22 – – 0.005 – – – – – – – 0.005 – – 0.191

23 – – – – – – – – – – – – – 0.157

24 – – – – – – – – – – – – – 0.167

24.2 – – – – – – – – – – – – – 0.005

25 – – – – – – – – – – – – – 0.039

26 – – – – – – – – – – – – – 0.034

27 – – – – – – – – – – – – – 0.015

28 – – – – – – – – – – – – – 0.010

29 – – – – – – – – – – – – – 0.000

30 – – – – – – – – – – – – – 0.010
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Table 2

Allelic frequencies of D21S11 in 103 unrelated Libyans

D21S11

Allel 27 28 29 30 30.2 31

Frequency 0.034 0.063 0.233 0.286 0.034 0.068

Allel 31.2 32.2 33.2 34.2 35 36

Frequency 0.126 0.083 0.053 0.005 0.010 0.005
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2 Al of the extracts were amplified following the protocols described in the PowerPlex

16 manual with two modifications: No quantification of the DNA in the extracts was

performed and the PCR volume was 12.5 Al.
Amplification products were analyzed by capillary electrophoresis using the ABI

310R Genetic Analyzer according to the manufacturer’s recommendations (Applied

Biosystems).
3. Results and discussion

Results for all loci are given in Tables 1 and 2.
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