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MixtureCalc v1.2 (Freeware Version)

ISFG '10 Summer School

Mixture Interpretation Software — Examples

Example 1 — 3:1 Mixture
Example 2 - 1:1 Mixture
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| Sample Name

Sample File
CQ2 8537.fsa | 8537
- Dss1868:- [ VWA | D169589 |- . D?51338
80 . 160 240 . 320 _ 400 480
3000
2000
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o | I |
[a14 | al 16 al 10 a1 16
ht 763 bt 689 ht 3616 ht 658
§z 119.00 57 174.81 sz 249,54 52294.03
{ae ae ae ac J
=TT 5 I X I
|a!15 a17 | arz | [w17
| bt 1968 ht 2685 ht 3421 ht 2442
| 82.123.01 sz 178,77 52.257.64 | |5z 298.68
2 at | lae | \L
al 16 al19 [a121
ht 2023 ht 2092 bt 2033
sz 127,15 sz 186.74 5z315.10
e 2 |
C02 8537 fsa | 8537
[ Des1179: [ D21S1t ] SDI8SET s ]
80 160 . 240 320 . 400 480 ‘
3000
2000
1000 A
" L | J U
ax al 13 ‘ al 29 [a112
ht 3642 hi1s3s | ht 700 ht 2103
sz 103.06 ;/ 144,54 sz 204 68 sz 282,83
ae | | [ gae
ald [a130 L_1 alls |
hesS67 | ht 2083 ht 457
5z 149 03] 5z 208 71 ‘ |52 209.21 |
| ae |
ﬂﬂls ”_w alal la117
ht 1944 bt 548 It 505
5215337 52.212.67 | | s2303.30
K | ae | Lae )
al 31.2
ht 1836 |
| sz 214,65 |
ae |
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Sample File | Sample Name
C02_8537.tsa | 8537
[ D19S4as e mHOl v CFGAR L
80 160 240 . 320 400 480 .
1500
1000+
600 J
" - 1 N
a6 | [as
ht 1790 ht 1396
sz 170.85 5221623
as ae
Fﬁ 1 laizz ]
|ht 1339 ht 1377
52178.85 §7232.49
ac |
8124
ht 638
52 121.39 5z 240.57
| e ‘ ae
lal 15
ht 1485 |
82 ]2.‘1’.43‘
ae
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ILab Ref No. EXAMPLE 1
Iltem No. ISFG '10
Adjusted
Peak Peak
LOCUS Allele Height Height Stutter
D19 12 |554 301
13 |1684 1575
14 |52 396
15 |1485 1472
D3 14 |763 268
15 |1968 1634
16 |2023 1842
17 |682 601
D8 13 |1535 1461
14 |567 268
15 |1949 1932
VWA 16 689 313
17 |2685 2671
19 (2092 2092
THO 6 [1790 1790
8 |[1339 1308
9 |s18 491

Signature

MixtureCalc-v1.2 Freeware.xls

Adjusted
Peak Peak
LOCUS Allele | Height | Height | Stutter

Io21 29  |700 429

30 |2083 1991
31 |548 486

312 [1836 1836

FGA 18 [1396 1396

22 |1377 1377
24 638 638

[D16 10 [3616 3616

12 [3421 3421

D18 12 [2103 2103
16 |457 381
17 |505 487

19 |[1462 1462
D2 16 658 292

17 2442 2416

21 |2033 2033
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Lab Ref No. EXAMPLE 1
Iltem No. ISFG '10
| Stutter Stutter
Peak | Adjusted Peak | Adjusted
LOCUS Allele Height Peak Stutter LOCUS Allele Height Peak Stutter
D19 12 554 554 jD21 29 700 700
13 1684 1684 30 2083 2083
14 652 652 31 548 548
15 1485 1485 31.2 |1836 1836
D3 14 763 763 FGA 18 1396 1396
15 1968 1968 22 1377 1377
16 2023 2023 24 638 638
17 682 682
D8 13 1535 1535 D16 10 3616 3616
14 567 567 12 3421 3421
15 1949 1949
vWA 16 689 689 joi8 12 2103 2103
17 2685 2685 16 457 457
19 2092 2092 17 505 505
19 1462 1462
THO 6 1790 1790 D2 16 658 658
8 1339 1339 17 2442 2442
9 518 518 21 2033 2033
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ILaboratory Reference No. EXAMPLE 1 Item No. |[ISFG '10
Eeak
LOCUS Allele [Height Contributor 1 R Contributor 2 Mx2 MR{x:1}| P | C Notes
AMG X 3642 XX XY N/A Ind ol Y
| BEE] 12 554 13[15 1214 0.28 2.6 : o
13 1684
14 652
15 1485
D3 14 |763 15/16 14[17 0.27 2.8 n
15 1968
16 2023
17 682
Ioa 13 |1535 13[15 14[15 0.26 28 %
14 567 13|15 13|14 .16 53 2
15 1949 13|15 14|14 014 6.1 *
vIVA 16 689 17(19 1851? 0.24 3. i
17 |2685 17|19 16/19 0.13 8.4 ]
19 2092 17|19 16|16 0.13 6.9 %l )
THO 6 |1790 68 89 027 26 °
8 1339 6|8 8|9 0.15 5.6 *
9 518 6|8 9|9 0.14 6.0 .
1021 29 700 30(31.2 29|31 0.24 31 5
30 2083
3 548 ]
31.2 1836
IFGa 18 [1396 18[22 18[24 028 256
22 1377 18|22 22|24 0.28 2.6 *
24 638 1822 24|24 0.19 4.3 '
|
jp16 10 3616 10{12 12|F -0.03 -37.1
12 3421 10{10 — 12012 0.49 1.1
10|12 10|F 0.03 3541 N
1012 10|12 N/A "
10|12 F|F N/A
1018 12 2103 12|19 16|17 0.21 3.7 i
16 457
17 505 |
19 1462 o
jD2 16 658 17121 16{17 0.23 3.3 N
17 |2442 17|21 1621 0.15 5.6 ]
21 2033 17|21 16(16 0.13 6.8 *
Est. Swing Ave Mx1]Ave Mx2 Mixture Ratio Dropout Heterozygous Rule
0.45 0.55 0.75 0.25 3.0]:1 NO 0.5
RO Swing Override Mx Tolerance MR Range Est. Status Homozygous Rule
0.20 19.5 | 1.2 GREEN 200
Data St Mx2 Range Mx Filter Applied] RO Status
¢ utter
Adjust 005 | 045 NO | GREEN
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ILaboratory Reference No. EXAMPLE 1 Item No. |ISFG '10
Peak
LOCUS Allele |Height Contributor 1 R Contributor 2 Mx2 MR ({x:1})| P | C Nates
AMG X 3642 X|X X|¥ N/A Ind of ¥
| BRE] 12 |554 13[15 12]14 0.28 2.6 ¥
13 1684 '
14 [652 |
15 1485
jD3 14 763 1516 14{17 027 2.8 E
15 1968
16 2023
17 682 ]
jo8 13 1535 13|15 14(14 0.14 6.1 =0
14 567 13015 1314 0.16 53 " 1
15 1949 13|15 14|15 0.26 2.8 -
vWA 16 689 17|19 16(18 0.13 6.9 ]
17 2685 17(19 1617 0.24 3.1 4
19 2092 17119 1619 013 6.4 ¥
THO 6 1790 68 919 0.14 6.0 *
8 1339 88 6|9 0.27 2.6 *
9 518 6(8 8|9 0.15 56 x
1021 29 700 30(31.2 29|31 024 3.1 £
30 2083 R
3 548
3.2 1836
HFG'A' 18 [1396 18]22 2424 019 43 :
22 1377 1822 18(24 0.28 25 ’
24 638 18(22 22|24 0.28 2.8 *
jD16 10 3616 1a(12 10(12 N/A i
12 3421
1018 12 2103 12|19 16|17 0.21 3.7 " )
16 457
17 505
19 1462
jp2 16 658 17121 16|16 013 6.8 o .
17 2442 17|21 18|17 0.23 3.3 T
21 2033 1721 16(21 0.15 56 *
“Est. Swing Ave Mx1]Ave Mx2 Mixture Ratio Dropout Heterozygous Rule
045 | 055 0.75 0.25 3.0]:1 | NO 0.5
RO Swing Override Mx Tolerance MR Range Est. Status Homozygous Rule
0.20 195 | 1.2 GREEN 200
Data Stutter Mx2 Range Mx Filter Applied RO Status
Adjust ’ 005 | 045 YES | GREEN
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[t Ref No. EXAMPLE 1 Contributor 1+ Unknown
|Ilem No. ISFG '10 Unknown + Unknown
LOCUS LOGCUS
D19 <l
1 X 12 14 1 X 29 31
T8 15 X 212 R B X pir e
Ip3 IFGA
24 24
18 24
1 X 14 17 1 X 22 24
15 16 X 13 17 18 22 X 24 24
18 22 X 18 24
18 22 X 22 24
[pe ] Lms
14 14
13 14
1 X 14 15 1 X 10 12
13 15 X 1314 10 12 X 10 12
1315 X 13 14
13 15 X 14 15
VWA Lma
16 16
16 17
1 X 16 19 1 X 16 17
17 19 X 16 16 12 10 X 1617
17 19 X 16 17
17 19 X 16 19
THO D2
99 16 16
69 16 17
1 X 89 1 X 16 21
68 X 99 17 21 X 16 16
68 X 69 17 21 X 16 17
68 X 89 17 21 X 16 21
_____________
CAUCASIAN CAUCASIAN
20,350,872,411,078 10,175,436,205,539
ASIAN ASIAN
2,186,821,195,830 1,093,410,597,919
AFRO CARIBBEAN AFRO CARIBBEAN
1,087,831,836,593 543,915,918,296

SIGNEIUNS. ...coovosrisissnimmmemsnisassnssrssassisns

MixtureCalc-v1.2 Freeware.xls

28/05/2010




ILab Ref No. EXAMPLE 1 Contributor 2 + Unknown
[item No. ISFG '10 Unknown + Unknown
JLocus N LOCUS
D19 D21
1 X 13 15 1 X 30 31.2
T3 15 X T2 12 It X 20 31
D3 FGA
1 X 15 16 1 X 18 22
15 16 X 14 17 18 22 X 24 24
18 22 X 18 24
18 22 X 22 24
D8 D16
1 X 13 15 1 X 10 12
13 15 X 14 14 10 12 X 10 12
13 15 X 1314
1315 X 14 15
VWA 1013 }
1 X 17 19 1 X 12 19
17 19 X 16 16 12 19 X 16 17
17 19 X 16 17
17 19 X 16 19
THO 102
1 X 68 1 X 17 21
68 X 99 17 21 X 16 16
68 X 69 17 21 X 16 17
68 X 89 17 21 X 16 21
=y e
CAUCASIAN CAUCASIAN
110.079,326,829 55,039,663,415
ASIAN ASIAN
12,776,225 327 6,388,112,664
AFRO CARIBBEAN ATRO CARIBBEAN
2.751,664,305 1,375,832,153
SIgNAtUIE. i i s MixtureCalc-v1.2 Freeware.xls
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|Lab Ref No. EXAMPLE 1

Jitem No. ISFG '10
Contributor 1

“Locus Alleles
| BXE] 13515

D3 1516

|D8 13(15

vWA 1?'.19

THO 6|8

D21 30(31.2
HFGA 18|22

D16 1012
D18 1219

qD2 17|21
Signature........,

Match
FST
Probability | Unrelated S
SCOtlls_h 20,350,872.411,078 0.02
Caucasian
Affo-
; 1,087,831,836,593 :
Caribbean 0.05
Asian 2,186,821,195,838] 0.05

MixtureCalc-v1.2 Freeware xls
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|Lab Ref No.

Jitem No.
< Match
Contributor 2 Probability Unrelated FST
Scottish
JLocus Alleles Caucasian e e
D19 12(14 Affo-
1 Caribbean 2,751,664,305| 0.05
Asian 12,776,225,327] 0.05
D3 14|17
|os 13[14
1414
1415
vWA 16{16
16/17
16/19
THO 69
89
99
jDo21 2931
[FGA 18(24
2224
2424
jD16 10/12
jD18 16|17
102 16|16
1617
16|21
Signature. i MixtureCalc-v1.2 Freeware xls
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By |
ExAmdLe 2 6530+.050907fmpro
\SG "o
nel | 08 sQ .
3M Plus v1 | L] | |
: B 0751338
1200
800-

e 2 e oo v = : e
al 13 al 14 al 9 al 17 al 25 |
ht 32 . ht 53 ht 33 ‘ ht 143 ht 31
sz 114.74 sz 166.47 §2245.19 sz 298.57 s2331.41]
ac ac lae ’ [aﬂ : {
al 14 ‘ al 10 all9 |
ht 588 | ht 851 ht 236 ‘ ht 202
ﬁumz ‘ sz 249.22 5z 306.72 sz 335.52
ac ae ae ae
e RS Do i sl R FEEERIERE SR,
al 15 al 16 al 13 al 20
ht113 ht 499 ht 245 ht 209
sz 122.76 sz 174.55 sz 261.40 $2310.90
@_ : lae lae ae
al 14
T |ht 465
sz 265.31
ae
als
ht 28
sz 22K8.93
HO1 96517.fsa [SGM_Plus v1 | B [ [ ]
1 I;'.'D ; 1§0 ) .‘ZI'T'IU 250 . 300 350
1200 ' : ' ! ¥ ; ; § '
800
400
c | il wIN
lalx | all2 | |a]26 J_L\‘alam , lal13  lallg |
Iht 1273 ht 450 [ht35  |iht454 [ |hr 206 ‘ht 381 |
sz 102.85 sz 139,44! |t;7 192.49 |sz21438| {sz 286.65 |52 307.26 |
luc_ ae | lac____|lae e lae
a3y PPAENEA p ey il M, TR ok i i iy Yot e g
lal Y all4 | al27 | al 15
ht 532 lht56 | ht 604 Iht 260
sz 108.48 {sz 148.67 | sz 196.53 | |~:7 294.82
lac e | lae |
it (5] [ SRR - TRt S O |
lal7 | alls | [a128 |Jal 16 ‘
{ht27 | ht830 | {ht 723 [ht 366
sz 118, 88| [si153.ooi |q? 200.41 52 298. 9;’
8e;, | ac B Lae . | | i
latg | a1302 | fal17 |
'ht 645 | |ht25 | htd4 |
52 122.91| 5221037 57 303.08 |
ae | ue | lae |
{al OL |
|sz174.55 _—

la ;_G-crﬁ:ﬁ&);cr HID Allele Calling Algorithm |
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% Applied
b BiOSystems 6530+.050907fmpro
GeneMapper ID v3.2.1
- Sample File | Panel 0s sSaQ
HO1 96517.fsa [SGM Plus vi [] [ ]
100 ; 150 . 200 . 250 300 . 350
630+

al 9
ht162
sz 182.68
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ILaboratory Reference No. EXAMPLE 2 Item No. [ISFG 10
Peak
LOCUS Allele |Height |Contributor 1 R Contributor 2 Mx2 MRBR(x:1)| P| C Notes
AMG X 1273 XY - XX 0.1 1.4
Y 532
D19 13.2 539 13.2|15 s 13.2|14 0.50 1.0 "
14 494 1415 — 13.2|13.2 0.35 1.8 ¥
15 494 13.2{15 14|14 0.32 21 *
13.2{14 1515 0.32 24 *
D3 14 588 14{16 o 16(16 0.41 1.4 '
16 1420 1616 14|14 0.29 2.4 :
joa 8 645 812 — 15|15 043 1.3 "
12 450 8(15 — 12|15 0.40 1.5 L .
15 830 12(15 8|8 0.34 20 %
8|15 8112 0.30 2.3 *:
8|15 1212 0.23 3.3 * ]
vWA 15 755 15|16 - 17[17 0.45 1.2 k!
16 499 15017 — 16(17 0.39 1.6 .
17 1040 15(17 16/16 0.22 3.6 Rl
THO 7 827 77 9/9.3 NCER 2.1 *
9 162
9.3 239
jo21 27 604 27|28 — 28(31.2 0.42 1.4 *
28 723 27131.2 i 28|28 0.41 1.5
3.2 454 27|28 27|31.2 0.35 1.9 il
28(31.2 27|27 0.34 1.9 il
27|28 31.2(31.2 0.25 2.9 it
IFGA 21 356 21|22 22|24 0.31 20 b
22 610 21|22 24\F 013 6.7 *
24 145
D16 10 851 10010 “ 13|14 0.45 1.2 "
13 245 10|14 — 10/13 0.36 1.8 "
14 465 10|14 13(13 0.16 54 g L1
D18 13 208 15(16 — 1318 0.48 1.1
15 260 15{18 - 13|16 0.47 1.1 £
16 366 16/18 — 13(156 0.38 1.8 *
18 381
jD2 17 143 20|26 — 17|19 0.48 1.1 *
19 |236 19/26 - 17|20 0.45 12 31 il
20 209 19|20 - 17|26 0.44 1.3 *
26 202
Est. Swing Ave Mx1]Ave Mx2 Mixture Ratio Dropout Heterozygous Rule
0.35 0.65 0.59 0.41 1.4]:1 YES 0.5
RO Swing Override Mx Tolerance MR Range Est. Status Homozygous Rule
0.35 165 | 03 RED 200
Data —— Mx2 Range Mx Filter Applied| RO Status
Adjust ’ 008 | 076 NO | RED
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