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L 3or EMPOP Network Analysis

Downloads

File Info
Tool for drawing guasi-median networks
emp example file

Ed Microsoft Excel - AUT273_spec.emp

Datei  Bearbeiten  Ansicht £ Ff g8 Format  Extras Daten  Fenskter 7

EEah SR Y ANE-|o-c- @ = -84 2|l o
r T 4 5 = .
drw.zip  drnw,exe glut3z.dll 02 - i
A, B [ D E F 5
\ #This is an ey .mple forth emp forghat. Find d®@ils in Brandstatter et al. (2008) FS1 doid10. 1016/ fal
J#Ammgunu ~asitions (s quence he troplasmy Q@@re resolved by reporting the dominant sequence v
3 |# Sample name # Haplogroup # Number  # Polymorphisms
C:/Network/ d 4 |AUTOSDO0OD  |Kila 736 263G 91C 3151C
5 |AUTOS00001 ? 112355 2635 J09.1C 309.2C
B |AJTOS00002 H* 12635 J09.1C 309.2C F151C
7| AUTOS00003 J1c 1735 1854, 188G 2284
g |AJTOS00004 J1c 1735 1854, 189G 2284
8 | AUTDE0000S H* 126305 Fac 3407 523DEL
10 |AUTOS00006 KZh 17305 1517 1520C 199C
11 |AUTOS00007 L5h 17305 1507 2635 F151C
12 |AUTOS00005 H* 17305 187T 2635 F151C
13 [AUTOS0000S H* 11835 2635 F&1C 16515C
ALTZ73_spec.emp 14 | AUTOS00010 Hic 112635 F51C A77C 16093C
15 [ALTOS00071 H& 1146C 1950 26305 J09c
16 [ALUTOS0001Z L4 17305 1507 1950C 2635
17 |AUTOS00013 Hic 12635 J09.1C F151C 477 C




ﬁw

MyProfile
MyHistory

AllHistory
Allusers

My Profile
MyHistory

AllHistory
AllUsers

Executing EMPOP Network

NETWORK - STEP 1 OF 4

Please specify the program you wish to execute. Currently only

network is available.

F Network analysis

GO TO STEP 2

NETWORK - STEP 2 OF 4 - DATAFILE & PARAMETE

Please specify the input file and the parameters for network,
If vou wish to view the filters click on the following link:
view filtered positions

Input file |C:1Desktnp‘-.ﬂ~UT2?3_spec.emp Durchsuchen...

Network analysis - Parameters

Fecion |16024-16569

5070 STEP 3

16051
16078
1a08a
16092
16093
16111
15114
16124
16126
16129
16140
15145
16147
16148
16150
16163
16166
16172
a

AR
AR
Y
Y
=Y
C>H
=Y
Y
Y
AR
=Y
AR
Y
=Y
=Y
AR
Axg
Y

Filter files

EMPCPall

umﬂU

>R
>R
T>Y
T>Y
T>Y
T>H
T>Y
T>Y
T>Y
>R
T>Y
=R
T>Y
T>Y
T>Y
>R
—->a
T>Y

oo b R R R R R R R o o ok ok

"

A s0nOonHEOoAAMYAE 3B .




L, or Executing EMPOP Network

NETWORK - STEP 3 OF 4 - CHECK INPUT

FPlease check your input from the previous step.

Press "SUBMIT INPUT" if vou wish to execute network,

Press "EDIT INPUT" if vou wish to change parameter{s) and/or
input file,

| AUT273 spec.emp

Parameters
EMPOPspeady
16024-16569

APOP

NETWORK - STEP 4 OF 4 - RESULT

Thanlk vou for using networl,
It took 2 updates = 16 seconds.

20070311074722_A...

Use the link below to download the result file. -

network_report_160,.,




L bor Drawing the Network

& C:Dokumente und Einstellungen'Walther',Desktop'ne

Datei  EBearbeiten  Ansicht  Fawvaoriten  Extras ¢

n

- ) Zuriick = 7 ir ‘ / "Suchen Crdrer %~ Favoriten E-

(s

Adressze || C\Dokumente und Einstelungen''Walther\Deskiopnetwork_report_16024-16569 j

& | Mame
Datei- und Ordneraufgaben S =] BUTE73_spec_EMPOPspeady_16024-16569_network, drw
Bl aUTZ73_spec_EMPOPspeedy 16024-16569_torso,drw
|Bl] 20070811074722_AUT273_spec.emp
[Z] aUTZ73_spec_EMPOPspesdy 16024-16569_netwark.txt
god Ordner Freigeben =| AUT273_spec_EMPOPspeedy_16024-16569_report, bxk
=| AUTET3 _spec_EMPOPspeedy_16024-16569_torso, bk

__}‘ Mewen Ordner erskellen

@ Crdner im Web verdffentlichen

Andere Orte

[E Desktop
[} Eigene Dateien

Ch emeinsame Dokumente

_1._5 arbeitsplatz C /N etWO I‘k/

% metzwerkumgsbung

Details

network_report_16024-16569
Dateiordner

Gedndert am: Heuke, 11, August ,,l i | | 2007081107

NN Ce

& Objekt(e) 33,3 KB | 4 Arbeitsplatz

network_report_160,.,




S Drawing the Network — Torso HVS-|

Ednw AUTZ273_spec_EMPOPs

CisMetwork>dnw AUT273_spec_EMPOPspeedy_16B24-16567_torso
Screen resolution 1488x185%8

Uze leftsright mouse button to move nodessedges or press
escape key to exit.

directional kews to translate network.

page upsdown key to zoon.

home directional key to reset,

b for bounding box.

c/C for scaling circles.

d-D for scaling dots.

e for writing EPS to <datasetnamer.eps.

E for writing EPS to {datasetname’.eps with title.
f+F for scaling fontszize.

g for writing FIG to <{datasetnamer.fig.,

G for writing FIG to <datasetname>.fig with title.
1 for displaving lahels.

m for displaving medians.

o0 for scaling origin,

g-Q for scaling guads.

<R for rotating (in initial position).

sz for saving new layout to <datasetnameX.dnuw.

t for draft- sdrawing.

Ausflihren =
e OO WINDODWS system3 2 cmd.exe

Geben Sie den Mamen sines

Diokurnents oder siner Inker CisMNetwork>dnw AUT273 _=spec_ EMPOPspeedy_16824-16569_torso

Offren: l:r|'||:||

distart| (B @ O B 3 &)



HVS-I Torso Interpretation
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Drawing the Network - entire HVS-I Network

E2dnw AUTZ273_spec_EMPOPsp

C:sNetwork>dnw AUT2Y3 _spec_EMPOPspeedy_16824-16567_network_




HVS-I Network Interpretation
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LS op Torso - Network

torso — network without the individual haplotypes; rough overview, less complex

network — contains all unfiltered mutations; harbours all most parsimonious
reconstructions for any tree

Highlights clerical errors, phantom mutations, unusual alignment, reference bias,
wrong reference sequence

g

i Awailable online at www.sciencadinect.com
o MOLECULAR
oy e S i D PHYLOGENETICS
g m ey T "
P cienceDirect PHY

: EVOLUTION
ELSEVIE Molecular Phylogenetics and Evolution 42 (2007) 256-271

www.elsevier com/flocate/vmpey

Translating DNA data tables into quasi-median networks
for parsimony analysis and error detection

Hans-Jiirgen Bandelt **, Ame Diir °



€3 Let's test an example — 50 sequences from South Asia

Fd Microsoft Excel - ExampleSasia_50.emp - |ﬁ| |5|
E Dakei  Bearbeiten  Ansicht  Einfligen  Format  Extras  Daten Fenster ¥ Adobe PDF Frage hier eingeben - _ 8 X
DZHL8@RY|[tBR-C o -c- g -BaHilox - 2 atatad @ v he
- fus v . Al -0 - F KU EE=E P£€%mB:n EE -d-A-
AC33 - *

A | B J¢f] D | E F | 6 [ H | o+ | 4 | K[ L [ wm [ N ]0o ] P [ & | 3
1 |# Sample Haplogroup f Haplotype —
2 1 M7 173G 150T 195C 263G (31510 16192T 16223T 162970
3 2 M 173G 1064 263 (2987  309.1C |3159.1C 16223T 162744 16262.1M
4 3|7 173G 1854 2635 31510 1BZ23T 162726 162970 163620
5 4 173G 263G 31510 1BZA3T 163620

.

ot s e e T

32 31N 173G 2635 351C 1B189C 16223T 16355T

34 32N 173G 146C 263G 3091C 315.1C 16189C 16223T 16355T

=4 EEiFs 101800 e RS 09 A A T AETTAT 1EDFAS AROOT TR0 13108 TR2RR™ 1RIET hl
M 4 ¢ H[\ExampleSAsia_50 Il:if| | LljJ




A HVS-Il Torso
Report...
Haplotype designation in the network:
h1:13468911121516 212429 313233343536 145 46 47 48 49 50
h2: 2 @
h3:57 I
h4: 10 14 27 28 | "
h5: 1319 20 23 3942 44
h6: 17
h7: 18
h8: 22
h9: 25
h10: 26
h11l: 30
h12: 38
h13: 40
hl1l4: 43

emp-file A1Z6G
| =

13 110 R 112134 162466 [1TE311C 1R3RZC
14 114 M 1 16179T

15 |27 M 1 16223T 1626806 1261T

16 128 M 1 1RZ223T 16266T

17 140 ME 1 126G 1520 235G F151C MBZL3T 162607 182950
15

'ICRS 263G 315.1C

|
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HVS-Il entire Network
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Network legends:

Character designation in the network: Positions with
identical partitions are merged into weighted characters.
Each weighted character is represented by its first
position in the following lists. The symbol preceding the
position specifies the Anderson nucleotide, the symbol
following the position shows all observed nucleotides
using the IUB code where small letters indicate additional
deletions.

T51Y A160R T173Y

G106R C298Y

A169R A210R

A248R A287R

(5 duplicates)

AT96G

hi3

1/

TS1C/3 -
1 /
Cfz20]20m 173G 146C 1520 249G ZB3G 31510
2121 17305 1460 195C 2635 309.1C F151C 161WC 162170 16223T 163194 |
22220 1 735 160 173C  204C 263G 315.1C 51C 16168T 162240 163266 163570
23|13 1736 146C 153G 204C 248G 263G 1RZZ3T 16398A

Ll 2a|2am 173G

1950

2B30G

F51C 1BZ23T 16246

eI — ~
1 emp-file

160517




Detailed analysis — unfiltered — 1-100

"' NETWORK - STEP 2 OF 4 - DATAFILE & PARAMETERS

MyHistory

Please specify the input file and the parameters for network,
If wvou wish to view the filters click on the following link:
view filtered positions

AllHistory
Allusers

Input file [EExampleSAsia_50.emp

Network analysis - Parameters
Filter [unftered <]
Region [1-100 |

GO

1-100




Srbor Detailed analysis — unfiltered — 1-100

Report
Haplotype designation in the network:

h1:1234567891112131617 192021232425 2629 30 31 3241 42 43 44 45 46 47 48 49 50

h2: 10 14 15 27 28 33 34 35 36 37 38 39 40—|—.'.T P

33 A 152C 235G 2B3G 3091C 3151C 1BZ23T 1B274A 162907 16304C 163194 16356C 16362C
34 M 263G 3091C 3151C 161890 1B225T 1e5MT M1B3620C
35 M3 146C 153G 263G 1510 1BZET 1B298C 1B327T

1
1
1
6 M 11920 235G 263G 315.1C MB129A 1BZ2Z23T 162525 16284 162907  1B313A 16362C
37 M 11820 236G Zh3 G091C 31510 1R129A 1EZ225T 1631594 1hak2C
Ja Ma 11266 180T 1820 2R3 309.1C 3151C 1B185T 16183C 16193T  1B2Z3T 16260T 16295C
9 M3 11820 249G Zh3G F081C F151C 1B145A TE2ZET |16316G
A0 M3 1 126G 152C 235G F151C MBZZA3T 16260T 162950




EMPOP bioinformatics chart

haplogroup-ID
highlight errors at
hg-diagnostic positions

Haplogrou p_Deﬁhition :

' Insertions. txt Weights.txt

' Referénoe.txt:- !

| ¥ sq2fst region

Local database

validation emp2fst select

‘vs2fst Av1hv2
[ Haplogroup_deﬁhition_éll.emp | MLestimator rask

Hozsb'ots.txt
Haplogroups.tx' — ' Insertions.txt
Reference.l«t -

'Speedy_mutaiions.l Kt —

_~ EMPOP_HV1.nexus
EMPOP_HV2.nexus
| Pirameters_HV1.txt |

\ | Palameters_HV2.txt network
highlight errors at
stochastic positions

Random_mutations.txt

Probabilties.txt |

determine hgs
find omitted mutations

phylocheck
find artificial HV1/HV?2
recombinants

@QP EMPOP — A Forensic mtDNA Database
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